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BIOE 476: Tissue Engineering, Fall 2019 

Homework 1- due Tuesday, September 17th (in class) 

Part 1 

- Read the following article:  Loffredo et al. Growth differentiation factor 11 is a 
circulating factor that reverses age-related cardiac hypertrophy, Cell (2013), and answer 
the following questions.  For some questions, you may need to look into referenced 
papers or outside material for additional information. 
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC3677132/ 

 
 

a) (3 points)  What cell type expresses the cell surface protein CD45 (CD45.1 or CD45.2)?  
The authors utilized CD45.1/CD45.2 expression to determine what? 

 

b) (7 points)  Answer these questions related to the effects observed following the 
generation of heterochronic (young-old) parabiotic mice.   
 

(1) (1 point) Overall, parabiosis with young mice reduces what age-related heart issue in 
old mice?   

 
(2) (2 points) What 2 specific physiological measurements were altered (improved) in old 
mice following parabiosis with young mice?  
 
(3) (1 point) Parabiosis suggests that an important factor involved in the aging process is 
present where in the body? 
 
(4) (1 point) For heterochronic parabiosis, what effect was observed in the young mice 
for these same parameters (question b part 2)? 
 
(5) (2 points)  The difference between the effects observed in the young mice and old 
mice provides a key clue into a predominant mechanism behind this aging response.  
Specifically, it provides some insight into whether aging results in the accumulation or 
reduction of an important factor.  Which is it and why?    

 

c) (4 points)  In these experiments, the authors used the following control conditions, (1) 
isochronic parabiosis (both Y-IP and O-IP), and (2) sham parabiosis.  For each of these 
types of controls, briefly describe what they are and what they demonstrate. 
 
 
 

(Part 2 on next page) 

https://www.ncbi.nlm.nih.gov/pmc/articles/PMC3677132/
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Part 2 
- Read the following article:  Lazar et al. Cardiomyocyte renewal in the human heart: 

insights from the fallout, Eur Heart J (2017), and answer the following questions.  For 
some questions, you may need to look into referenced papers or outside material for 
additional information. 
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5837331/ 

 

d) (2 points)  As the article states, 14C dating has been used extensively to date biological 
samples, but this technique does not generally allow for a temporal resolution of 1-2 
years. What past events, mentioned in this article, have enabled the very high temporal 
resolution used to analyze cell turnover in human tissues such as the heart? 
 
 

e) (2 points)  Is it possible to use the 14C method to date a single cell within a tissue such as 
a human heart? Why or why not? 
 
 

f) (3 points)  What is polyploidy? Why does it need to be accounted for? 

 

g) (2 points)  According to the studies summarized in this article, rank (greatest to least) the 
3 major cell types of the human heart according to turnover rate throughout life. 

 

h) (2 points)  Based on the 14C technique, if an individual lived to be 80 years old, 
approximately, what fraction of cardiomyocytes in the heart would be present from the 
time of birth? At what age range does the majority of the cell turnover occur? 

 

i) (2 points)  Are cardiac stem cells established as the main source of new cardiomyocytes 
in the adult heart? What other cell type could be a potential source of new 
cardiomyocytes? 
 
 
 
 

 

https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5837331/
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SUMMARY

The most common form of heart failure occurs with
normal systolic function and often involves cardiac
hypertrophy in the elderly. To clarify the biological
mechanisms that drive cardiac hypertrophy in aging,
we tested the influence of circulating factors using
heterochronic parabiosis, a surgical technique in
which joining of animals of different ages leads to a
shared circulation. After 4 weeks of exposure to the
circulation of young mice, cardiac hypertrophy in
old mice dramatically regressed, accompanied by
reduced cardiomyocyte size andmolecular remodel-
ing. Reversal of age-related hypertrophy was not
attributable to hemodynamic or behavioral effects
of parabiosis, implicating a blood-borne factor.
Usingmodified aptamer-based proteomics, we iden-
tified the TGF-b superfamily member GDF11 as a
circulating factor in young mice that declines with
age. Treatment of old mice to restore GDF11 to
youthful levels recapitulated the effects of parabiosis
and reversed age-related hypertrophy, revealing a
therapeutic opportunity for cardiac aging.

INTRODUCTION

Among the diseases and disorders associated with advancing

age, one of the most debilitating is the loss of normal cardiac

function leading to heart failure. Heart failure affects approxi-

mately 1% of individuals over 50 and over 5% of individuals

over 75. With the ongoing steep rise in the proportion of elderly

individuals within our population (Schocken et al., 2008), age-

related heart failure is becoming increasingly prevalent.
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Most age-related heart failure occurs in the setting of normal

systolic function and is called ‘‘diastolic heart failure,’’ in contrast

to ‘‘systolic heart failure’’ (Aurigemma, 2006). Although progress

has been made in the treatment of systolic heart failure, with

substantial improvements in outcome over the past two

decades, progress in treating diastolic heart failure has been

much more elusive (Hunt et al., 2009). Indeed, one can argue

that there are no specific therapies for patients who experience

the ventricular ‘‘stiffening’’ associated with the diastolic dysfunc-

tion that accompanies aging (Kitzman and Daniel, 2007).

Emerging evidence indicates that systemic factors profoundly

influence tissue aging. Some of these data have emerged from

the experimental model of parabiosis, which was first developed

in the 19th century (Finerty, 1952). In parabiosis, two mice are

surgically joined, such that they develop a shared blood circula-

tion with rapid and continuous exchange of cells and soluble

factors at physiological levels through their common circulatory

system (Wright et al., 2001). The pair of animals may be the

same age (isochronic parabionts) or different ages (hetero-

chronic parabionts). Because parabiotic mice are connected

solely through their common circulation, parabiosis is a powerful

model to determine whether circulating factors can alter

tissue function (Balsam et al., 2004; Brack et al., 2007;

Conboy et al., 2005; Eggan et al., 2006; Ruckh et al., 2012; Sher-

wood et al., 2004; Villeda et al., 2011; Wagers et al., 2002;

Wright et al., 2001). Heterochronic parabiosis experiments sug-

gest that blood-borne signals from a young circulation can

significantly impact the function of aging tissues, as indicated

by the restoration of appropriate activation and function of

endogenous, ‘‘old’’ skeletal muscle satellite cells and successful

muscle repair after injury following exposure to a ‘‘youthful’’

systemic milieu (Conboy et al., 2005). Conversely, exposing a

young mouse to an old systemic environment can inhibit

myogenesis (Brack et al., 2007) and neurogenesis (Villeda

et al., 2011) in the young mouse.
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Figure 1. Heterochronic Parabiosis Reverses Age-Related Cardiac

Hypertrophy

(A) Experimental scheme. Pairs of young isochronic, heterochronic, and old IP

mice were generated. Four weeks after parabiosis surgery, mice were

euthanized and tissues harvested for analysis.

(B) Reduced heart size in old mice exposed to a young circulation for 4 weeks

is shown. Trichrome-stained cross-sections at midventricle are presented.

(C) Graph represents the heart weight-to-tibia length ratio after 4 weeks of

parabiosis. The heart weight-to-tibia length ratio was significantly lower in old

mice exposed to a young circulation (O-HP) compared to old mice exposed to

an old circulation (O-IP) for 4 weeks and to old unpairedmice (O). No significant

difference was observed when comparing old isochronic to old unpaired mice

or when comparing any of the young groups.

Data are shown as mean ± SEM. See also Figure S1.
Cardiachypertrophy isaprominentpathological featureof age-

related diastolic heart failure (Aurigemma, 2006). Here, using a

parabiosis model, we demonstrate that age-related cardiac
hypertrophy can be reversed by exposure to a young circulatory

environment. These experiments reveal that the cardiac hyper-

trophy of aging is at least in part mediated by circulating factors

and led to the discovery that systemic growth differentiation

factor 11 (GDF11), a TGF-b family member, can reverse age-

related cardiac hypertrophy. These data suggest that at least

one pathologic component of age-related diastolic heart failure

is hormonal in nature and reversible.

RESULTS

Heterochronic Parabiosis Reverses Age-Related
Cardiac Hypertrophy
We hypothesized that circulating factors specific to a young

mouse might reverse cardiac aging. To test this hypothesis, we

generated heterochronic parabiotic (HP) pairs, in which young

female C57BL/6 mice (Y-HP, 2 months) were surgically joined

to old partners (O-HP, 23 months), and compared these to iso-

chronic parabiotic (IP) pairs (young-young [Y-IP] or old-old

[O-IP]), joined at identical ages, and to age- and sex-matched

unpaired mice as controls (young [Y] and old [O]) (Figure 1A).

Cardiac aging in C57Bl/6 mice recapitulates human cardiac

aging, including development of age-related cardiac hypertro-

phy (Dai et al., 2009) in a gender-independent fashion. Parabiotic

pairs were maintained for 4 weeks before analysis, and con-

genic markers were used to distinguish blood cells from aged

(CD45.2+) versus young (CD45.1+) partners (Wright et al.,

2001). This strategy allowed us to monitor blood chimerism in

the pairs; however, because old CD45.1+ mice are not commer-

cially available, we used only CD45.2+ mice to generate iso-

chronic old pairs. Mice were euthanized 4 weeks after joining,

and cross-circulation was confirmed in most of the pairs

(>90%) bymeasuring the frequency of donor-derived blood cells

from one partner (CD45.1+) in the blood or spleen of the other

partner (CD45.2+) (Figure S1 available online).

The striking effect of a young circulation on old hearts was

immediately apparent on visual inspection. Hearts from old

mice exposed to a young circulation (O-HP) for 4 weeks were

noticeably smaller than hearts from O-IP mice. This observation

was confirmed by a blinded comparison of short-axis histological

sections taken fromthemidventricle (Figure1B).Wealsoweighed

the hearts at the time of sacrifice and normalized cardiacmass to

tibia length, a standard method that corrects for differences in

body frame size (Yoshioka et al., 2007) and that is more appro-

priate than normalization to body weight when using older mice

(Jackson et al., 2012; Yin et al., 1982). The heart weight-to-tibia

length ratiowas significantly lower in oldmice exposed to a young

circulation (O-HP) compared to oldmice exposed to an old circu-

lation (O-IP) after 4 weeks of parabiosis (7.93 ± 0.19 mg/mm

versus 9.61± 0.21 mg/mm; p < 0.05; Figure 1C).

We next tested if the gross regression of cardiac hypertrophy

was due to changes in cellular hypertrophy by performing

blinded morphometric analysis of cardiac histologic sections

(Figure 2A). We found no significant difference in left ventricle

(LV) cardiac myocyte cross-sectional area in young mice from

any of the three experimental conditions (186.7 ± 4.9 mm2 in Y,

243.1 ± 12.1 mm2 in Y-IP, 232.2 ± 16.4 mm2 in Y-HP). As expected

from published data by Dai et al. (2009), the average cardiac
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Figure 2. Reversal of Age-Related Cardio-

myocyte Hypertrophy by Exposure to a

Young Circulation

(A) PAS staining of LVs 4 weeks after parabiosis

surgery is presented. Myocytes of aged mice

exposed to a young circulation (old hetero-

chronics) are smaller compared to old isochronic

controls. Scale bar, 20 mm.

(B) Graph represents cardiomyocyte (CM) cross-

sectional area (CSA) measured after PAS staining

in female mice. Myocyte size was determined from

CSA measurements of 100–200 myocytes per

animal in five independent myocardial sections.

Results are based on the average CSA from 4 to 12

animals per group.

(C) The same experiment as in (B) was performed

using male mice.

Data are shown as mean ± SEM.
myocyte cross-sectional area was significantly greater in the

hearts of the old isochronic (357.8 ± 25.8 mm2) and old nonpara-

biotic controls (348.3 ± 12.6 mm2) (Figure 2B). However, aging

hearts from mice exposed to a young circulation for 4 weeks

(O-HP) showed a significant reduction in myocyte size when

compared to O-IP hearts (220.4 ± 21.9 mm2 versus 357.8 ±

25.8 mm2; p < 0.05). Thus, exposure to a young circulation re-

verses the hypertrophic cellular phenotype of aged hearts to

the morphologic phenotype typical of a young adult mouse.

To evaluate possible sex-specific effects, we repeated these

experiments using male mice and observed a similar regression

in age-related hypertrophy after exposure to a young circulation

(Figure 2C). These data indicate that gender is not a factor in the

reversal of age-related hypertrophy by a young circulation. Thus,

age-dependent cardiac hypertrophy may be reversed in both

males and females through the activity of systemic factors,

and the striking impact of such youthful factors on this age-

related pathology is apparent with only 4 weeks of parabiosis.

The Reversal of Cardiac Hypertrophy in Old Mice
Exposed to a Young Circulation Is Not Explained
by a Reduction in Blood Pressure
A crucial question raised by these data is whether a hemody-

namic effect may mediate the reduced cardiac hypertrophy

seen in aged mice following heterochronic parabiosis. To

explore the hemodynamic issue in the setting of parabiosis, we

generated female HP pairs (young, 2 months; old, 21 months)

and compared them with equal numbers of young and old IP
830 Cell 153, 828–839, May 9, 2013 ª2013 Elsevier Inc.
pairs and with sex- and age-matched

nonparabiotic controls using congenic

markers to confirm development of

cross-circulation (Figure S2A).

Micewere joined for 10weeks, and dur-

ing this period, we performed noninvasive

blood pressure measurements using a

computerized tail-cuff system (BP-2000;

Visitech Systems, Apex, NC, USA) (Krege

et al., 1995) that wemodified to hold para-

biotic mice (Figure 3A). In nonparabiosed
controls (Figure 3B), we observed a significantly lower systolic

bloodpressure inaged femalemice (23monthsoldand21months

old, n = 32) compared to young (8 weeks old) CD45.2 females

(n = 12) (98.3 ± 1.8 mmHg versus 129.9 ± 2.0 mmHg; p < 0.05),

but we saw no difference when comparing aged CD45.2 to

young CD45.1 female mice (n = 16) (98.3 ± 1.8 mmHg versus

104.1 ± 1.9 mmHg; p = not significant [ns]). There were no differ-

ences in heart rate between the groups (Figure 3B). These data

suggest that differences in blood pressure or heart rate at the

time of study entry are unlikely to explain the ensuing changes in

myocyte size and global ventricular mass seen in O-HP mice.

To further address the possible impact of hemodynamic

changes in the parabiotic mice, we also performed noninvasive

blood pressure measurements at serial time points on hetero-

chronic pairs and compared them to isochronic young and old

pairs over 10 weeks. We detected no change over time in the

blood pressure of youngmice from any of the groups (Figure 3C).

In contrast, aged mice exposed to a young circulation (O-HP)

showed a significant increase in systolic blood pressure at 7

and 10 weeks, and aged members of isochronic pairs exhibited

significantly increased blood pressure at 7 weeks, relative to

baseline measurements. Finally, we obtained terminal intra-

arterial hemodynamic tracings using simultaneous microman-

ometer catheterizations, performed after mice had been joined

for 10 weeks (Figure 3D). In these studies, mean arterial pressure

did not differ significantly among any of the groups (Figure 3E).

Cross-circulation was confirmed after euthanasia by measuring

the frequency of donor-derived blood cells from one partner



Figure 3. Reversal of Cardiac Hypertrophy

in Old Mice Exposed to a Young Circulation

Cannot Be Explained by a Reduction in

Blood Pressure

(A) Systolic blood pressure was measured using a

computerized tail-cuff system that we modified to

allow simultaneous blood pressure measurement

of both members of the parabiotic pair.

(B) Systolic blood pressure (BP) and heart rate

were measured at baseline on unoperated young

and old mice. Young (2 months) CD45.2 mice

show a significantly higher systolic blood pressure

when compared to young CD45.1 (2 months) mice

and old (21 months) mice with no difference

between young CD45.1 and old mice and no

difference in heart rate among all groups.

(C) Using the system shown in (A), blood pressure

was measured simultaneously in each member of

the indicated parabiotic pair at 4, 7, and 10 weeks

after mice were conjoined. O-HP mice showed a

significant increase in systolic blood pressure at 7

and 10weeks; O-IPmice had a significant increase

in blood pressure at 7 weeks when compared to

baseline values. *p < 0.05

(D) Mean arterial pressure was determined by

performing terminal intra-arterial catheterizations

obtained simultaneously on paired mice after they

had been conjoined for 10 weeks.

(E) No significant intergroup differences in blood

pressure were detected with terminal intra-arterial

catheter-based measurements.

Data are shown as mean ± SEM. See also

Figure S2.
(CD45.1+) in the spleen of the other partner (CD45.2+) (data not

shown), and evaluation of cardiac mass confirmed that O-HP

mice in this 10 week experiment also showed significant reduc-

tion in the heart weight-tibia length index when compared to the

old controls (Figure S2B). In addition, cardiac size was unaltered

in young mice joined for 10 weeks to an old partner, indicating

that prolonged exposure to an aged circulation did not induce

hypertrophy in young mice, as might be predicted if young

mice were serving as a sink for a hypertrophic factor produced

by the old mice (Figure S2B). Finally, consistent with these direct

measurements of blood pressure in parabiotic mice, circulating

levels of angiotensin II and aldosterone were not different in

animals involved in heterochronic parabiosis as compared to

their age-matched counterparts joined in isochronic parabiosis

(data not shown). Thus, it is unlikely that changes in the renin-

angiotensin-aldosterone (RAA) axis, well known for its ability to

regulate blood pressure and volume, contribute to remodeling

of the myocardium in aged heterochronic parabionts.

Taken together, these data clearly demonstrate that the

observed reversal of cardiac hypertrophy in old mice exposed

to a young circulation cannot be explained by a simple reduction

in blood pressure or modulation of known effectors of blood

pressure in the older mice. These data further implicate an anti-

hypertrophic factor produced by youngmice (rather than dilution

of a prohypertrophy factor produced by old mice) in the cardiac

remodeling induced by heterochronic parabiosis.
Differences in Blood Pressure between Young CD45.1
and CD45.2Mice Do Not Explain the Reversal of Cardiac
Hypertrophy
Because young CD45.1 mice have a significantly lower blood

pressure at baseline when compared to young CD45.2 mice,

we repeated our parabiosis experiments using exclusively

CD45.2 mice to generate heterochronic pairs in which young

CD45.2 female mice (Y-HP, 2 months) were joined to aged

CD45.2 partners (O-HP, 23 months). We compared these heter-

ochronic mice to isochronic pairs (Y-IP, 2 months, or O-IP,

23 months) after 4 weeks of parabiosis. Because the mice in

this experiment were genetically identical, we could not use

flow cytometry to verify the establishment of chimerism in these

pairs; however, extensive experience with this model strongly

supports the conclusion that cross-circulation is effectively

established in fully isogenic pairs (Pietramaggiori et al., 2009).

As in our prior studies, exposure to the circulation of young

CD45.2 mice via parabiosis led to a reduction of heart weight-

to-tibia length ratio in O-HP CD45.2 mice (n = 18) when

compared to O-IP animals (n = 22) (8.03 ± 0.38 mg/mm versus

9.07 ± 0.24 mg/mm; p < 0.05, Figure 4A). Cardiomyocyte

cross-sectional area was also significantly reduced in O-HP

mice when compared to O-IP (286.3 ± 22.7 mm2 versus

366.4 ± 25.4 mm2; p < 0.05; Figure 4B). Aged partners of hetero-

chronic pairings using only CD45.2 mice also showed a blood

pressure profile after 4 weeks that was comparable to O-HP
Cell 153, 828–839, May 9, 2013 ª2013 Elsevier Inc. 831



Figure 4. Differences in Blood Pressure

between Young CD45.1 and CD45.2 Mice

Do Not Explain the Reversal of Cardiac

Hypertrophy

(A) Graph represents the heart weight-to-tibia

length ratio after 4 weeks of parabiosis using only

CD45.2 mice.

(B) Left ventricular myocyte cross-sectional

area based on PAS staining in CD45.2 mice is

shown. Exposure of an old mouse to the circula-

tion of a young CD45.2 mouse reverses cardiac

hypertrophy.

(C) Oldmice conjoined to young CD45.1 or CD45.2

mice show no difference in blood pressure

measured by the tail-cuff system (Figure 3A) after

4 weeks.

(D) No significant intergroup differences in blood

pressure were detected with terminal intra-arterial

catheter-based measurements.

Data are shown as mean ± SEM.
mice that had been joined to young CD45.1 partners (Figures 4C

and 4D). Also, similar to results obtained using CD45.1 young

partners, heterochronic parabiosis induced no changes in heart

weight-to-tibia ratio (Figure 4A), cardiomyocyte size (Figure 4B),

or blood pressure in young CD45.2 mice joined to aged partners

(Figures 4C and 4D). These data demonstrate that the regres-

sion of cardiac hypertrophy observed in old mice exposed to

a young circulation cannot be explained by the blood pres-

sure differences we observed in young CD45.1 and CD45.2

C57Bl/6 mice.

Heterochronic Parabiosis Is Associated with Molecular
Remodeling
Cardiac hypertrophy is associated with altered expression of a

number of cardiac markers. To evaluate the reversal of hypertro-

phy in O-HPmice on a molecular level, we quantified the cardiac

transcriptional expression of atrial natriuretic peptide (ANP) and

brain natriuretic peptide (BNP), molecular markers of myocyte

hypertrophy (Figures 5A and 5B). We detected a significant

reduction in ANP and BNP transcript levels in the hearts of old

mice exposed to a young circulation, as compared to the iso-

chronic age-matched controls. Interestingly, the ANP and BNP

transcript levels were lower in the old heterochronic mice

compared to young isochronic mice. We speculate that this

may reflect a process of active regression of cellular hypertro-

phy, which may be different from nonhypertrophied myocytes

in steady state. We also quantified transcript levels of sarco-
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plasmic reticulum calcium ATPase

(SERCA-2), expression of which may

vary with age (Dai et al., 2009) and is func-

tionally important for normal diastolic

relaxation. SERCA-2 expression was

significantly increased in hearts of aged

mice exposed to a young circulation

(O-HP) when compared to O-IP controls

(Figure 5C). These data provide additional

evidence that young circulating factors
modify discrete molecular pathways associated with cardiac

myocyte hypertrophy and diastolic function.

Behavioral Changes Associated with Parabiosis Do Not
Explain Reversal of Cardiac Hypertrophy in
Heterochronic Mice
Although the parabiosis model has been used for physiological

studies for over a century (Finerty, 1952), we considered the pos-

sibility that the physical constraints of parabiotic pairing intro-

duced behavioral changes that contributed to the observed

reversal of cardiac hypertrophy. Thus, we developed a surgical

technique that we called ‘‘sham parabiosis,’’ whereby mice are

surgically joined while leaving the skin intact, such that they do

not develop a shared circulation (Figure 6A). We generated

sham HP pairs, in which young female mice (2 months) were

joined to aged partners (23 months) and compared these to

sham IP pairs (young-young or old-old) and to age-matched het-

erochronic and IP pairs (Figures 6A–6C). The hearts of sham

pairs were analyzed after 4 weeks, as in prior experiments. In

contrast to conventional parabiotic joining, in which effective

cross-circulation was established, we found no significant differ-

ence in heart weight-to-tibia length ratio in aged mice involved in

sham heterochronic parabiosis, as compared to aged isochronic

shams (9.38 ± 0.39 mg/mm versus 9.63 ± 0.22 mg/mm; p = ns)

(Figure 6B). These data indicate that cross-circulation and ex-

change of blood-borne factors are required for reversal of age-

related cardiac hypertrophy. This finding was also confirmed at



Figure 5. Molecular Evidence for Remodeling of Aged Myocardium

by a Young Systemic Circulation

(A) ANP and (B) BNP transcript levels were significantly reduced in old mice

exposed to a young circulation when compared to old isochronic mice.

(C)SERCA-2 transcript levels were significantly higher in oldmice exposed to a

young circulation when compared to old isochronic mice. Transcript levels

measured with real-time PCR and normalized to the Y-IP group are presented.

Data are shown as mean ± SEM.
the cellular level because cardiomyocyte size in aged hetero-

chronic shams did not differ from myocyte size in aged

isochronic shams (352.9 ± 18.9 mm2 versus 355.0 ± 9.5 mm2;

p = ns) (Figure 6C). Finally, we evaluated ANP, BNP, and

SERCA-2 transcript levels in sham-operated pairs. Levels of

these molecular markers of hypertrophy were either significantly
increased (ANP) or unaltered (BNP and SERCA-2) in old hetero-

chronic shams when compared to old isochronic shams (data

not shown), indicating that the molecular remodeling associated

with reduced cardiac hypertrophy does not occur in the absence

of a shared circulation.

Growth Differentiation Factor 11 Is Reduced in the
Circulation of Aged Mice, and Youthful Levels Are
Restored by Heterochronic Parabiosis
The studies described above strongly suggest that differences in

blood-borne factors in young versus old mice underlie the

induced cardiac remodeling observed in old mice after hetero-

chronic parabiosis. To identify candidates that might account

for the regression of cardiac hypertrophy in old mice exposed

to a youthful circulation, we performed a series of screens on

serum and plasma collected from young or old mice involved

in isochronic or heterochronic parabiosis (4 weeks duration).

With plasma from old parabionts exposed to a young circulation

or from isochronic controls, we performedmetabolomic profiling

of 69 amino acids and amines; and lipidomics analysis, assess-

ing 142 lipids from 9 lipid classes: lyso-phosphatidylcholines,

lysophosphatidylethanolamines, sphingomyelins, phospha-

tidyl-cholines, diacylglycerols, cholesterol esters, phosphatidyl-

ethanolamines, phosphatidyl-inositols, and triacylglycerols.

However, we failed to detect significant differences between

heterochronic and IP mice in either the metabolomic or the

lipidomic screen (data not shown). We next performed a

broad-scale proteomics analysis (SomaLogic, Boulder, CO,

USA) using aptamer-based technology to quantitatively evaluate

plasma samples from ten young (2month) and ten old (23month)

mice. This approach revealed 13 analytes that reliably distin-

guished young mice from old mice (Table S1). Of these candi-

dates, one (growth differentiation factor 11 [GDF11], a member

of the activin/TGF-b superfamily of growth and differentiation

factors) was confirmed in analyses of isochronic and HP

mice to show differential abundance in the blood plasma of

isochronic-old versus isochronic-young pairs and a more youth-

ful expression profile in old-heterochronic animals (Figure 7A).

To elucidate possible mechanisms for age-dependent reduc-

tion in circulating GDF11, we analyzed its expression in a range

of tissues and cell populations. Our data suggest widespread

expression, as previously reported by McPherron (2010), with

the spleen showing the highest levels of GDF11 mRNA (Fig-

ure S3A). We next examined GDF11 expression as a function

of age, comparing the tissues of old (24 months) and young

(3 months) C57Bl/6 mice (Figures S3B and S3C). We detected

a significant decline in both GDF11 gene expression and

GDF11 protein levels in the spleens of old mice. These data sug-

gest that a reduction in splenic GDF11 could contribute to the

decline of circulating GDF11 in aging mice, although because

GDF11 is produced in many organs (McPherron, 2010), changes

in expression in other tissues and organs may also contribute.

GDF11 Prevents Cardiac Hypertrophy In Vitro and
Suppresses Forkhead Transcription Factor
Phosphorylation
We next tested whether GDF11 displayed antihypertrophic

properties in cultured neonatal cardiomyocytes using a
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Figure 6. Heterochronic Sham Parabiosis

Does Not Reverse Cardiac Hypertrophy in

Aged Mice

(A) Flow cytometry plots depicting CD45.1 (y axis)

or CD45.2 expression (x axis) by splenocytes

isolated from young or old mice joined by sham

heterochronic parabiosis are presented. Sham

parabiotic pairs showed no cross-circulation of

partner-derived blood cells as is observed in

experimental parabiosis (see Figure S1).

(B) Graph represents the heart weight-to-tibia

length ratio after 4 weeks of sham parabiosis.

(C) Left ventricular myocyte cross-sectional area

based on PAS staining after 4 weeks of sham

parabiosis is presented.

Data are shown as mean ± SEM.
leucine-incorporation assay. After serum starvation, neonatal rat

cardiomyocytes were treated for 24 hr with recombinant GDF11

(rGDF11) or the closely related TGF-b superfamily protein myo-

statin at three different concentrations, followed by 24 hr expo-

sure to [3H]leucine and phenylephrine (50 mM). We observed a

significant and reproducible inhibition of phenylephrine-induced

[3H]leucine incorporation in myocytes treated with 50 nM

rGDF11, an effect that was not observed after treatment withmy-

ostatin at the same concentration (Figure 7B). We also tested the

ability of rGDF11 or myostatin to activate TGF-b pathways in

human-induced pluripotent stem cell-derived cardiomyocytes,

as previously shown in noncardiac tissues by Tsuchida et al.

(2008). Cells were stimulated for 15 min with serum-free media

(Figure 7B, Control) or with the same media containing rGDF11

(50 nM) or myostatin (50 nM). Cells stimulated with rGDF11 or

with myostatin exhibited a significant increase in pSMAD2 and

pSMAD3, consistent with activation of TGF-b pathway, and sup-

pression of Forkhead transcription factor phosphorylation (Fig-

ure 7C). Taken together, these data suggest that GDF11 has a

direct antihypertrophic effect at the level of the cardiac myocyte.

GDF11 Reverses Age-Related Cardiac Hypertrophy
In Vivo
Immunohistochemical staining of mouse cardiac sections with

antibodies specific for GDF11 demonstrated evidence for

GDF11 at the intercalated discs (Figure S4) between adjacent

cardiomyocytes, a region on the plasma membrane where other
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ligand/receptor interactions have been

shown to affect hypertrophic signaling

pathways (Gustafson-Wagner et al.,

2007; Johnston et al., 2009). These data,

together with in vitro evidence (Figures

7B and 7C) showing GDF11-dependent

signaling in cardiomyocytes, provided

the rationale to test whether restoring

youthful levels of circulating GDF11 in

aged mice might reverse age-related

cardiac hypertrophy. To determine the

optimal dosage, route, and interval of

administration of rGDF11, we first per-

formed a dose-response study, adminis-
tering the protein to mice by bolus intraperitoneal (i.p.) injection

at doses ranging from 0.005 to 0.1 mg/kg (data not shown).

Only at the highest dose (0.1 mg/kg) did we observe a repro-

ducible increase in the plasma level of GDF11 1 hr after injection

(Figure S5). Furthermore, analysis of plasma samples collected

serially over 48 hr after a single i.p. administration of 0.1 mg/kg

rGDF11 indicated that GDF11 levels were persistently elevated

for approximately 24 hr after this single injection (Figure S5).

Based on these results, we designed a randomized,

blinded, vehicle-controlled study to test the effects of rGDF11

on gross and histologic parameters of cardiac hypertrophy.

Old (23-month-old) female mice (C57Bl/6) received a daily i.p.

injection of rGDF11 (0.1 mg/kg) or saline for 30 days (n = 16

per group). The heart weight-to-tibia length ratio was sig-

nificantly lower in old mice injected with rGDF11 compared to

the saline-injected control group (Figure 7D). Morphometric

analysis further demonstrated that rGDF11 treatment resulted

in significantly smaller cardiomyocytes compared to saline-

injected controls (Figure 7E).

We also investigated molecular changes in the hearts of

rGDF11-treated aged mice. We detected a significant reduction

in BNP and a similar trend in ANP, both molecular markers

associated with cardiac hypertrophy (Figure 7F). Conversely,

SERCA-2 transcript levels, which correlate with diastolic func-

tion (Dai et al., 2009), were increased in rGDF11-treated hearts

relative to saline-treated age-matched controls. This pattern of

rGDF11-induced decrease in molecular markers of hypertrophy



Figure 7. Circulating Levels of GDF11

Are Reduced in Aged Mice, and Restor-

ing GDF11 to Youthful Levels Promotes

Reversal of Cardiac Hypertrophy and

Molecular Remodeling

(A) Western blot analysis shows reduced levels of

GDF11 in the plasma of old mice compared to

young mice (n = 3 per group). Similarly, GDF11 is

reduced in the plasma of old isochronic (O-IP)

compared to young isochronic (Y-IP) mice and is

restored to youthful levels in old mice after expo-

sure to a young circulation (O-HP) (n = 3 per

group).

(B) Phenylephrine-induced cardiac hypertrophy

measured by [3H]leucine incorporation in cardiac

myocytes exposed to rGDF11 or myostatin is

shown. rGDF11 (50 nM) prevented phenylephrine-

induced [3H]leucine incorporation.

(C) GDF11 signals through a TGF-b pathway and

suppresses Forkhead transcription factor phos-

phorylation in human cardiomyocytes. Western

blots of human-induced pluripotent stem cell-

derived cardiomyocytes stimulated for 15min with

serum-freemedia (Control) or with the samemedia

containing the indicated proteins are presented.

(D) Randomized, vehicle-controlled study of

rGDF11 therapy in aged (23 months) mice is pre-

sented. rGDF11 (0.1 mg/kg) or saline (vehicle

control) was administered by daily i.p. injection for

30 days. Graph represents heart weight-to-tibia

length ratio.

(E) Left ventricular myocyte cross-sectional area

measured after PAS staining is shown. rGDF11

therapy leads to a reduction in myocyte cross-

sectional area.

(F) Expression of ANP, BNP, or SERCA-2 in hearts

harvested from old mice treated with rGDF11 or

saline is presented. Real-time PCR transcript

measurements are normalized to levels in the

saline group.

Data are shown as mean ± SEM. See also Figures

S3, S4, S5, and S6.
and increase in SERCA-2 expression resembles the pattern

observed in old mice exposed to a young circulation by para-

biosis. We also performed echocardiographic evaluation of

24-month-old male C56Bl/6 mice that were randomized to

receive a daily i.p. injection of rGDF11 (0.1 mg/kg) or vehicle

for 30 days. None of the functional parameters we evaluated

was significantly different between the two groups (Table S2).

GDF11 Does Not Prevent Cardiac Hypertrophy after
Pressure Overload In Vivo
To determine if the effect of GDF11 on cardiomyocytes is

specific for age-related cardiac hypertrophy, 2-month-old

female C56Bl/6 mice were subjected to transverse aortic

constriction and then randomized to receive a daily i.p. injection

of rGDF11 (0.1 mg/kg) or vehicle for 30 days. We performed an

echocardiographic evaluation at 15 days and then prior to sacri-

fice (Figure S6C). After 30 days, mice were euthanized, and
hearts were collected for histological and molecular evaluation.

We evaluated cardiac morphometry by measuring the heart

weight-to-tibia length ratio: there was no significant reduction

in hypertrophy in mice subjected to aortic banding and treated

for 30 days with rGDF11 (n = 10) as compared with hearts of

mice that received only vehicle (n = 9) (p = 0.4; Figure S6A).

Furthermore, cardiomyocyte cross-sectional area was not

significantly different (Figure S6B). We also evaluated develop-

ment of cardiac fibrosis and did not detect any difference

between the two groups (data not shown). These data suggest

that GDF11 does not prevent all forms of cardiac hypertrophy.

DISCUSSION

Left ventricular hypertrophy is an important feature of cardiac

aging, contributing to diastolic dysfunction and heart failure

with preserved systolic function (Lakatta and Levy, 2003).
Cell 153, 828–839, May 9, 2013 ª2013 Elsevier Inc. 835



An autopsy study of elderly subjects without hypertension or

clinically evident cardiovascular disease performed by Anversa

and colleagues describes cardiomyocyte enlargement and

decreased cardiomyocyte number, without a change in total

myocardial mass, a pattern that was more pronounced in males

(Olivetti et al., 1995). A cross-sectional study of a similar patient

population, however, suggests an increase in left ventricular wall

thickness in both sexes (Lakatta and Levy, 2003). Patients with

diastolic dysfunction tend to be older and are more likely to be

obese, diabetic, hypertensive, and female, compared to patients

with systolic dysfunction (Owan and Redfield, 2005), suggesting

distinct underlying pathological mechanisms.

The central hypothesis of this study is that the aging cardiac

phenotype is reversible upon exposure to factors in a young

circulation. We tested this hypothesis using surgically anasto-

mosed parabiotic mice. We chose to use C56Bl/6 mice for these

experiments because they develop an age-related cardiac

phenotype that resembles humans. In addition, because gender

can play a role in physiologic cardiac hypertrophy (Foryst-

Ludwig et al., 2011), we performed experiments in both males

and females. We found that exposure of old mice to a young

circulation via parabiosis reproducibly led to a reversal of

cardiac myocyte hypertrophy in a gender-independent fashion

and that this reduced cardiomyocyte size translated into a

reduction in global cardiac mass. This structural transformation

was accompanied by a reduction in myocardial gene expression

of natriuretic peptides known to promote maladaptive cardiac

remodeling and an increase in Ca2+ ATPase (SERCA-2), the

expression of which is integral to myocardial relaxation and

hence normal diastolic function. Together, these data are

consistent with the concept that factors present in a young

circulation can reverse critical structural and molecular aspects

of cardiac aging.

With circulatory transfer of a soluble substance emerging as a

likely mechanism of cardiac hypertrophy regression in old para-

biotic mice, we performed a systematic search to identify candi-

date factors present at higher levels in the blood of young mice

that might underlie the antihypertrophic effect. Our proteomic

analysis identified several factors with levels that change with

age, and we cannot exclude the possibility that other factors

also participate in the effect observed in heterochronic parabi-

osis; however, GDF11 emerged as a strong candidate from a

series of screening analyses comparing the lipid profiles, metab-

olites, and signaling proteins present in young versus old

plasma. Although GDF11 expression is detectable in a range of

tissues, the spleen shows the highest concentration and exhibits

an age-dependent decline inGDF11 levels. Thus, the spleenmay

contribute to circulating GDF11, and an age-related production

or secretory defect in the spleen could participate in the reduc-

tion in circulating GDF11 in old mice.

A recent study shows that the treatment of cachexic mice with

soluble ActRIIB protein (sActRIIB), which antagonizes signaling

by GDF11 (as well as myostatin, activin, and other TGF-b family

members, given the promiscuity of the receptors; Tsuchida et al.,

2008) reverses cardiac atrophy in tumor-bearing animals (Zhou

et al., 2010). Together with our proteomic data, this study further

supported the notion that GDF11 acts as a mediator of the sys-

temic antihypertrophic activity found in young mice. Moreover,
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our histological data (Figure S4) suggested binding of GDF11

to cardiomyocytes in vivo. We therefore performed a random-

ized, vehicle-controlled study, administering rGDF11 to old

mice for 30 days. This rGDF11 therapy led to a significant regres-

sion of cardiac hypertrophy in old mice, as indicated by both

heart weight measurements and morphometric analyses.

Moreover, the demonstration that rGDF11, but not myostatin,

induced a dose-dependent inhibition of phenylephrine-mediated

hypertrophy in neonatal cardiacmyocytes, in vitro, suggests that

GDF11 has specific and direct effects at the level of the cardiac

myocyte. However, both rGDF11 and myostatin stimulated

TGF-b signaling pathways, including antihypertrophic FoxO

factors. Although it is plausible that the antihypertrophic effect

of rGDF11 is mediated by FoxO-dependent proteasome-

mediated protein degradation (Sandri et al., 2004), our data do

not explain the differential effects of rGDF11 and myostatin.

We speculate that the differential effect may be due to differ-

ences in the activity of endogenous inhibitors and/or subtle

differences in receptor affinity (Mueller and Nickel, 2012).

The observation that myostatin negatively regulates skeletal

muscle mass led to the development of therapeutic strategies

for age- and cancer-related muscle atrophy by blocking myo-

statin signaling. Interestingly, although myostatin null mice have

not consistently demonstrated important changes in cardiac

mass during aging (Cohn et al., 2007; Jackson et al., 2012), treat-

ment with a soluble ActRIIB antagonist leads to increased

skeletal and cardiac muscle mass, suggesting that the cardiac

effects of this antagonist may arise from inhibition of a ligand

other than myostatin. Indeed, despite signaling through similar

activin receptor combinations, GDF11 and myostatin exhibit

many nonoverlapping functions. Myostatin null mice demon-

strate substantially increased skeletal muscle mass, whereas

GDF11 null mice exhibit skeletal and renal abnormalities and

die within 24 hr of birth (McPherron et al., 1999). Thus, we spec-

ulate that the reported ActRIIB antagonist effects on myocar-

dium (Zhou et al., 2010) may be due to inhibition of GDF11

signaling and independent of effects on myostatin. Our data

demonstrate thatGDF11 andmyostatin share some in vitro prop-

erties; apparent in vivo differences are not yet fully understood.

GDF11 was ineffective in preventing cardiac hypertrophy in

the context of pressure overload, suggesting that the antihyper-

trophic properties of GDF11 may not be generalizable to all

forms of cardiac hypertrophy. Interestingly, our preliminary

studies suggest that GDF11 treatment may influence aging

phenotypes in other tissues, such as skeletal muscle, and further

investigations will be important for determining the role of GDF11

in aging beyond the heart.

In summary, our analysis of reverse remodeling in the hearts of

HP mice led to the identification of GDF11 as an age-regulated

circulating factor with potent antihypertrophic properties. Our

studies implicate GDF11 in age-related cardiac hypertrophy

but do not exclude participation of other factors (Table S1), nor

do we have direct evidence indicating a role for GDF11 in the

development of age-related cardiac hypertrophy in humans,

although GDF11 does stimulate phosphorylation of target

protein (SMAD2/SMAD3) in human pluripotent cell-derived

cardiomyocytes (Figure 7C). Recently identified in the circulation

of humans (Souza et al., 2008), GDF11, like other TGF-b family



members, circulates at significantly lower concentrations in

humans compared to mice (Souza et al., 2008). Using a pro-

teomic approach, Ganz and colleagues have reported prelimi-

nary data that low levels of GDF11 identify a cohort among

humans with stable coronary artery disease with a higher risk

for composite endpoint of all-cause mortality, myocardial infarc-

tion, heart failure, and stroke (P. Ganz et al., 2012, Am. Heart

Assoc. Sci., conference). Future studies will be necessary to

evaluate the role of GDF11 in human cardiac hypertrophy. We

recognize that cardiac hypertrophy of aging is a multifactorial

process and that the observed regression of cardiac hypertro-

phy in old mice exposed to a young circulation is unlikely to be

attributable entirely to the replenishment of a single factor. None-

theless, our results suggest exciting therapeutic possibilities for

targeting cardiac hypertrophy of aging by restoring youthful

levels of circulating GDF11.

EXPERIMENTAL PROCEDURES

Animals

Aged (21–23 months) C57Bl/6 mice were obtained from the National Institute

on Aging (NIA); young (2 months) C57Bl/6 (CD45.1�CD45.2+) or young B6.SJL

(CD45.1+CD45.2�) mice were obtained from JAX. Maintenance of mouse

colonies and all experiments were conducted in accordance with the Guide

for the Use and Care of Laboratory Animals and approved by the Harvard

Medical Area Standing Committee on Animals.

Parabiosis

Parabiosis was performed as described previously by Bunster and Meyer

(1933) and Ruckh et al. (2012). Blood chimerism was confirmed in a subset

of parabiotic pairs by flow cytometry measuring the frequency of donor-

derived blood cells from one partner (CD45.1+) in the spleen of the other

partner (CD45.2+). Partner-derived cells typically represented 40%–50% of

splenocytes, consistent with establishment of parabiotic cross-circulation.

Because old CD45.1+ mice are not commercially available, we could not

use this method to verify the establishment of chimerism in isochronic-old

parabiotic pairs.

Sham Parabiosis

Sham parabiosis was performed as amodification of the parabiosis procedure

(Bunster and Meyer, 1933;Ruckh et al., 2012) to achieve surgical joining

without development of a shared circulation. Mice were anesthetized to full-

muscle relaxation and joined by a modification of the technique of Bunster

and Meyer (1933). After shaving the corresponding lateral aspects of each

mouse,matching skin incisions weremade from the olecranon to the knee joint

of each mouse, and the subcutaneous fascia was bluntly dissected to create

about 0.5 cm of free skin. The olecranon and knee joints were attached with a

single 2-0 Prolene suture. The suture was sequentially passed through the skin

and joint of the firstmouse, through a silicon disk to separate the skin of the two

mice, and then through the skin and joint of the secondmouse. The suture was

tied, such that the silicon disk separated the skin of eachmouse at the joint and

without any contact between the cutaneous flaps of each mouse. The skin

incisions were closed with staples. The Prolene sutures connecting the mice

were reinforced with meshed staples.

Western Blot, Flow Cytometry, Gene Expression, and Metabolomic

and Lipidomic-Profiling Analysis

Please refer to Extended Experimental Procedures.

Morphometric Assessment of Cardiomyocyte Size

Mouse hearts were fixed with 4% paraformaldehyde, paraffin embedded,

sectioned, and stained with periodic acid Schiff (PAS). Staining, scanning,

and quantification were carried out in a blinded manner using five randomly

selected sections from the heart.
Noninvasive Blood Pressure

We used a computerized tail-cuff system (BP-2000) that we modified to allow

simultaneous blood pressure measurement of both members of the parabiotic

pair. Unoperated mice or pairs of mice were trained for 5 consecutive days in

the prewarmed tail-cuff device to accustom them to the procedure, followed

by measurements of heart rate and systolic blood pressure.

Neurohormonal Measurements

Circulating levels of angiotensin II and aldosterone in serum samples were

measured by ELISA (Enzo Life Sciences International, USA).

Proteomic Analysis

EDTA plasma samples (20 ml) from 20 mice were analyzed on the SomaLogic

proteomics discovery platform (SOMAscan), which uses SOMAmers to

measure 1,001 proteins simultaneously. SOMAmers (Slow Off-rate Modified

Aptamers) are nucleic acid-based protein binding reagents evolved through

SELEX (Tuerk and Gold, 1990) to bind protein targets. SOMAscan transforms

the concentration of proteins in thematrix into a relative quantity of SOMAmers,

through equilibration binding and removal of unbound SOMAmers and

proteins. The SOMAmer quantity is measured by hybridization to microarrays

(for a full description, see Gold et al., 2010).

In Vitro Cardiac Myocyte Hypertrophy Assay

Neonatal cardiac myocytes were isolated from postnatal day 1 CD1 rats

(Charles River) (Seki et al., 2009). Approximately 36 hr after plating, cardiac

myocytes were serum starved for 24 hr in low-glucose DMEM supplemented

with ITS (PAA Laboratories). Cardiacmyocytes were pretreatedwith myostatin

(R&D Systems) or rGDF11 (PeproTech) for 24 hr, prior to treating with phenyl-

ephrine (50 mM; Sigma-Aldrich) and assaying protein synthesis/hypertrophy

with [3H]leucine (1 mCi/ml; Moravek). rGDF11 and myostatin treatments were

continued during the period of exposure to phenylephrine and [3H]leucine.

Twenty-four hours after labeling with [3H]leucine, cells were washed with

ice-cold PBS and fixed with ice-cold 10% trichloroacetic acid for 45 min at

4�C. Cells were lysed with 0.05 M NaOH and analyzed by liquid scintillation.

Induced Pluripotent Stem-Cell-Derived Human Cardiomyocytes

Please refer to Extended Experimental Procedures for induced pluripotent

stem cell-derived human cardiomyocytes.

Transverse Aortic Constriction and Echocardiography

Please refer to Extended Experimental Procedures for the transverse aortic

constriction and echocardiography procedures.

Statistical Analyses

Data comparison was subjected to one-way ANOVA and post hoc Bonferroni

correction or Student’s t test assuming two-tailed distribution and unequal

variances. Statistical significance was assigned for p < 0.05; results are shown

as SEM.

SUPPLEMENTAL INFORMATION

Supplemental Information includes Extended Experimental Procedures,

six figures, and two tables and can be found with this article online at http://

dx.doi.org/10.1016/j.cell.2013.04.015.
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The capacity of the mammalian heart to regenerate cardiomyocytes has been debated over the last decades. However, limitations in exist-
ing techniques to track and identify nascent cardiomyocytes have often led to inconsistent results. Radiocarbon (14C) birth dating, in com-
bination with other quantitative strategies, allows to establish the number and age of human cardiomyocytes, making it possible to
describe their age distribution and turnover dynamics. Accurate estimates of cardiomyocyte generation in the adult heart can provide the
foundation for novel regenerative strategies that aim to stimulate cardiomyocyte renewal in various cardiac pathologies.
...................................................................................................................................................................................................

Keywords Retrospective radiocarbon dating • Cardiomyocyte proliferation • Dynamics of renewal

Introduction

Cardiomyopathy and consequential heart failure are leading causes of
death worldwide.1–3 The main hallmark of heart failure is a loss of
cardiomyocytes, which is often followed by scar formation and com-
pensatory alterations of remote cardiac tissue, also known as adverse
cardiac remodelling. Conceptually, the ideal therapeutic strategy
would be to replace dead myocardium with newly formed cardio-
myocytes that are electromechanically coupled to the pre-existing
healthy tissue. However, today’s treatment options are still focused
on myocardial salvage rather than replacement.4 Recently, substantial
effort has been invested in studying various stem and progenitor cell
populations from external sources to assess their capacity to help
the failing heart tissue. Cell transplantation strategies aiming to
administer autologous bone marrow cells were proven safe but
resulted in only modest functional improvements.5–7 To date, two
clinical studies have used intracoronary injection of c-kitþ cardiac
cells (SCIPIO study)8 and cardiosphere-derived cells (CADUCEUS
study)9 in patients after myocardial infarction. While both studies
showed significantly reduced cardiac scar formation, the
CADUCEUS study described no substantial functional benefits, while
the SCIPIO study documented a modest but significant increase in
the ejection fraction.8,9 However, considering our current knowl-
edge, the reported effects of the infused cells might be more due to

indirect paracrine interactions than to de novo cardiomyogenesis.10,11

Several other clinical trials are underway, which will further clarify the
mechanism of action of cell therapy. In addition, cardiomyocytes that
have differentiated from various sources, such as induced pluripotent
stem cells (iPSCs), embryonic stem cells (ESCs) and directly reprog-
rammed cells, have been successfully used in animal models of heart
disease,12–14 but the safety and efficacy of these strategies need to be
demonstrated in human trials.

Although the adult mammalian heart has been traditionally viewed
as a terminally differentiated organ, several species, including certain
amphibians and zebrafish, retain the ability to promote cardiomyo-
genesis well into adulthood.15–19 Beyond injury-induced myocyte
renewal, emerging evidence supports the notion that new cardio-
myocytes are continuously born in the adult mammalian heart under
homeostatic circumstances, although controversial results have been
published regarding the possible sources and generation rates of
these cells, which have been fuelling active scientific debate.20

Accordingly, another attractive approach for direct therapeutic inter-
vention in cardiac disease would be to promote the innate cardiac
regenerative capacity of the mammalian heart by stimulating the yet
undiscovered molecular pathways and cellular mechanisms underly-
ing this phenomenon.21–24 To determine whether this strategy is
rational and realistic, it is essential to explore the magnitude and
dynamics of cardiomyocyte renewal in the human heart.

* Corresponding author. Tel: þ49 351 458 82004, Fax: +49 351 458 82119, Email: olaf_bergmann@tu-dresden.de

Published on behalf of the European Society of Cardiology. All rights reserved. VC The Author 2017. For permissions, please email: journals.permissions@oup.com.

European Heart Journal (2017) 38, 2333–2339 CLINICAL REVIEW
doi:10.1093/eurheartj/ehx343

Deleted Text:  
Deleted Text:  
mailto:


..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

.
Cycling cardiomyocytes

Studying cardiomyocyte renewal in humans has been technically chal-
lenging and has led to controversial results; therefore, there is an
ongoing debate about the magnitude of this process. Mitotic figures
in human cardiomyocytes were already reported in the 1920s.25,26

However, these studies did not change the prevailing view of the
human heart as a post-mitotic organ, mainly because of the absence
of a substantial regenerative response to cardiac injuries. In the late
1990s these findings were revived by reports demonstrating an
increase in cell cycle activity in diseased hearts based on the presence
of mitotic spindles and cell cycle markers, such as Ki-67.27,28 These
results suggested that the human heart can completely renew within
5 years.29 However, neither cell cycle markers nor mitotic spindles
provide definite evidence for cardiomyocyte proliferation.20,30

Instead, non-productive cell cycle activity, leading to polyploidy and
binucleation but not to effective cytokinesis, can be observed during
physiological heart growth as well as in several cardiac diseases,
which can substantially bias estimates of the turnover rates that
exclusively rely on the detection of the above-mentioned
markers.31–35 The functional significance of cardiomyocyte endorepli-
cation in homeostasis and disease remains unclear; nevertheless, it is
possible that the increased amount of genomic DNA contributes to
a more efficient transcription machinery, providing proteins that sup-
port the enhanced metabolic activity and structural needs of cardiac
cells undergoing hypertrophic transformation.36

A different yet equally problematic approach is to estimate myo-
cyte renewal by quantifying apoptotic and necrotic myocytes.37

Although there is no doubt that human cardiomyocytes undergo
apoptosis in the diseased myocardium and during homeostasis,38–40

the length of time that the apoptotic phenotype is present has to be
precisely determined to establish the magnitude of cell death and
thus the replacement required to maintain a constant number of car-
diomyocytes. Estimates of apoptotic durations range from a few
hours to days, making it impossible to accurately predict the renewal
rates of myocytes.41–43 While the number of studies showing cardio-
myocyte proliferation has been growing, inconsistent data on its mag-
nitude and time course have made it difficult to evaluate the
therapeutic potential of this process.20 To overcome the limitations
of these strategies, 14C birth dating has helped provide a more inte-
grated model for the dynamics of cell generation in human
hearts.22,44 The existence of an innate proliferative capacity, which
has been supported by studies based on this novel methodology,
might be the basis for future therapeutic strategies that activate
regenerative pathways and enhance cardiomyocyte renewal in the
human heart.

Radiocarbon dating establishes
the age of human cardiomyocytes

Radiocarbon (14C) dating was developed and successfully applied by
Willard Libby in the late 1940s to determine the age of biological
samples. Since then, archaeologists have utilized this method to esti-
mate the age of dead organic material—the Shroud of Turin 45 and
the €Otztal Ice Man,46 among others—based on the radioactive decay
of 14C.47 Radiocarbon incorporated in the tissues of a living organism

decays at a rate determined by the half-life of the isotope
(�5740 years). Therefore, the age of biological materials can be esti-
mated based on this decay value and the amount of 14C remaining in
the organic sample at a certain time point. Retrospective birth dating
of human cells with a lifetime of less than a century would not be pos-
sible given the long half-life of 14C. However, the dramatic increase in
the atmospheric 14C caused by above-ground nuclear bomb tests
conducted by the superpowers in the 1950s and 1960s increased the
sensitivity of radiocarbon dating to a degree that allows for age deter-
mination with a temporal resolution of 1–2 years.48,49 This method
has been proven adequate to establish the age of various biological
materials, including carotid plaques,50 hair, bones,51 and dental
enamel,52,53 for forensic purposes.

Formed when cosmic rays interact with molecular nitrogen, 14C is
naturally present in the Earth’s atmosphere. In the next reaction step,
radioactive carbon dioxide is formed, which enters the food chain via
plants that convert carbon dioxide into organic material during pho-
tosynthesis. Radiocarbon eventually reaches the human body and is
incorporated into genomic DNA upon each cell division. As all living
animals, including humans, constantly exchange carbon with the bio-
sphere, the genomic 14C concentrations parallel the atmospheric 14C
levels with a negligible food lag of less than 1.5 years54 (Figure 1).
When a cell undergoes its last cell division, this 14C circulation stops
and the amount of 14C integrated in the genomic DNA remains
virtually constant. The precise date when a certain cell population
was generated can thus be determined by comparing its genomic 14C
concentration with the environmental levels, making use of the
unique, spike-like shape of the atmospheric 14C curve around the
time of the nuclear bomb tests55–57 (Figure 2A and B). Radiocarbon
isotope can be measured with accelerated mass spectrometry, which
normally requires carbon levels in the range of milligrams. However,
carbon masses in genomic DNA obtained from sorted nucleus
populations are typically around a few micrograms, therefore sample
preparation techniques need to be optimized for this purpose.58

Moreover, due to the low abundance of 14C even after the above
ground nuclear bomb tests (on average, only one 14C isotope is
present in every 15th cell), it will never be possible to establish the
age at the single-cell level with this method.55

Cardiomyocyte turnover
in humans

Radiocarbon birth dating could successfully establish, for the first
time, the age of cardiac cells.22,44 Analysing hearts from patients born
before the sudden increase in atmospheric 14C, we could clearly
demonstrate that heart muscle renewal continues at least until the
third decade of life. Because cardiomyocytes are surrounded by
other cell types with a much higher proliferative capacity, unequivocal
identification and stringent isolation of cardiomyocytes was a prereq-
uisite for accurate age determination of these cells. We chose to iso-
late cardiomyocyte nuclei instead of intact cells because this strategy
was the most efficient when using archived frozen material.34,59,60

We successfully validated three independent markers to identify and
separate cardiomyocyte nuclei in human and rodent heart sam-
ples.34,59,60 Nuclear-localized cardiac troponins I and T44 and peri-
centriolar material 1 (PCM-1)60 identify most, if not all,
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Figure 1 Retrospective radiocarbon (14C) birth dating of human cells in the heart. Although 14C is naturally generated in the atmosphere by the
action of cosmic rays on nitrogen, above-ground nuclear tests conducted during the Cold War significantly contributed to its environmental level. In
the atmosphere, 14C reacts with oxygen to form CO2, which then gets incorporated into plants through photosynthesis. The carbon content of
plants is transferred into the human body via the food chain such that the 14C levels in tissues mirror the atmospheric 14C concentrations. With every
cell division, 14C is integrated into newly synthetized DNA in amounts proportional to its atmospheric level at any given time. Due to the stability of
nuclear DNA, the measured genomic 14C concentration can be used to establish the age of human cardiomyocytes.

Figure 2 Strategy for radiocarbon (14C) birth dating of distinct cell populations. (A–B) 14C content in the genomic DNA of the cell population of
interest is compared with the recorded atmospheric 14C levels, as shown by the blue graph. The date of birth of the studied individual is indicated by
a vertical dashed bar, while the horizontal dashed line corresponds to the 14C value measured in the DNA samples. The age of the sampled cell popu-
lation can be inferred from the intersection of the horizontal line and the atmospheric 14C curve. (A) Genomic 14C values gained from individuals
born before the nuclear bomb tests correspond to two distinct time points (Points 1 and 2). Since the incorporation of environmental 14C might
have occurred during the rise and/or the fall of the curve, the precise age of the cell population cannot be determined with certainty based exclusively
on these results. (B) However, in individuals born after the nuclear tests, the measured 14C levels unambiguously determine the age of the cell popu-
lation (Point 1).
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..cardiomyocyte nuclei in neonatal and adult mammalian hearts.61–66

Using either of these isolation strategies, 14C birth dating demon-
strated that cardiomyocyte DNA was younger than the respective
individual.22,44 However, DNA synthesis with premature cycle exit,
resulting in polyploidy, has been reported to occur during physiologi-
cal heart growth22,24,33 and in cardiac pathologies, including ischaemic
heart disease,32 pathological hypertrophy,67 and congenital heart dis-
ease.68 Therefore, it was critical to include the time course of poly-
ploidization in the mathematical model to estimate renewal rates.
Additionally, to obtain a direct measure of cardiomyocyte formation,
we selectively enriched diploid cardiomyocyte nuclei to estimate the
rate of cell renewal independent of polyploidy.22,44 Data gained from
this type of 14C analysis and a comprehensive time course analysis of
binucleation in human cardiomyocytes provided compelling evidence
for cardiomyocyte turnover in the adult human heart.22,44

Dynamics of cardiac cell turnover
in humans

We performed 14C birth dating and design-based stereology to
establish a comprehensive model of the generation and exchange
dynamics of cardiomyocytes in the human heart.22 The number of
cardiomyocytes in the left human ventricle estimated by design-
based stereology reached the maximum value (3.2 ± 0.75 billion cells)
1 month after birth22; therefore, the later increase in volume and
weight during physiological heart growth can mainly be attributed to
hypertrophic growth of cardiomyocytes. This finding agrees with ear-
lier stereological studies that show no further increase in

cardiomyocyte number after the perinatal period.69 The unique pos-
sibility of establishing the age of cells through 14C birth dating allows
for the generation of mathematical models to describe age distribu-
tions within cell populations, which can be used to infer their turn-
over dynamics.70 These mathematical scenarios are based on the
birth and death rates of cells in the analysed population. Each sce-
nario defines a set of parameters, such as the change in cell number,
preferential cell death or renewal. The scenario that best fits the
experimental data gained from heart nucleus samples has been
chosen as the model that most accurately describes the dynamics of
cell turnover22,44,71,72 (Figure 3A and B). Based on our results, we pre-
dicted that endothelial and mesenchymal cells are rapidly exchanged
in young adults with birth rates of 20% per year for the former and
5% per year for the latter. In contrast, we found much lower age-
dependent renewal of cardiomyocytes with the highest turnover dur-
ing the first two decades of life, corresponding to rates of approxi-
mately 1% per year at the age of 20, declining to lower than 0.5% per
year in elderly individuals22,44 (Figure 3B). Although the average
renewal rates are relatively low during a human’s lifetime, approxi-
mately 39% of all cardiomyocytes are replaced by post-natally gener-
ated myocytes in the left ventricle, and 36% of these cells are already
exchanged by the age of 10 years22 (Figure 4A and B).

In contrast to our data, a recent study using a similar stereological
strategy found that physiological heart growth is accompanied by car-
diomyocyte number expansion.24 Our results, combining 14C birth
dating and stereology, support a continuous renewal of the cardio-
myocyte population in which cell birth is counterbalanced by cell
death, maintaining a constant cardiomyocyte number throughout an
individual’s adult life. Challenges of cardiomyocyte labelling and

Figure 3 Retrospective radiocarbon (14C) birth dating and mathematical modelling of the turnover of different cell types in the heart. (A) Genomic
14C values of cardiomyocytes (blue dots), cardiac endothelial (light green dots), and cardiac mesenchymal cells (dark green dots) from different indi-
viduals are plotted against the person’s date of birth. Data points lying on the atmospheric 14C curve indicate no renewal of the cells after birth. The
degree of deviation from the atmospheric 14C curve indicates the intensity of DNA synthesis and turnover in the post-natal period, childhood, and
adulthood. (B) Applying mathematical modelling, the annual renewal rates of the investigated cell populations can be calculated. While endothelial
(light green line) and mesenchymal cells (dark green line) are rapidly exchanged in young adults, with birth rates of 20% per year for the former and
5% per year for the latter, human cardiomyocytes (blue line) are replaced with annual rates of approximately 1% per year at the age of 20, declining
to rates of < 0.5% per year in elderly individuals. This figure was adapted from Bergmann et al.22
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sampling strategies might account for the discrepancies between the
two reports.22 Moreover, our findings disagree with earlier data
reporting turnover rates up to 50% per year.29,73,74 As discussed
before, these previous approaches relied on assumptions based on
the frequency and duration of apoptosis and cell cycle activity of car-
diomyocytes,29 number of cells expressing putative stem cell
markers,74 or incorporation of thymidine analogues in patients with
malignant diseases.73 These approaches have substantial shortcom-
ings, as previously described20,44,75; therefore, they need to be inter-
preted with caution.

With 14C birth dating, we could show that the human heart retains
its ability to generate new cardiomyocytes, even in middle-aged and
older individuals. This finding has important consequences for our
understanding of heart homeostasis and disease. Tissue plasticity in
the heart is not only based on myocyte hypertrophy often linked to
post-mitotic cardiomyocyte endoreplication but also depends on a
continuous exchange of cardiomyocytes. A potential loss of the
heart’s capacity to generate new cardiomyocytes would result in a
loss of more than one billon myocytes over a human’s lifetime. To
compensate for this loss, pre-existing cardiomyocytes should sub-
stantially increase in size to maintain the contractility of the heart.
This process, however, would only be efficient for a limited amount
of time, and gradual exhaustion of the myocardium would quickly
lead to the development of heart failure. Future studies need to
assess whether such changes in cardiomyocyte renewal may be the
cause or consequence of certain types of cardiomyopathies.

Sources of new cardiomyocytes

While cardiomyocyte renewal shown by 14C birth dating appears to
be insufficient to compensate for the extreme loss of functional heart

muscle tissue following myocardial infarction, investigating the under-
lying mechanisms and sources of postnatally born myocytes may
offer new therapeutic strategies targeting these endogenous cardio-
myocyte regeneration pathways.

According to our current knowledge, there are two potential
sources of newly formed cardiomyocytes: pre-existing cardiomyo-
cytes that undergo dedifferentiation and duplication, and stem or
progenitor cells that give rise to de novo cardiomyocytes. Animal
studies provide evidence for either mechanism, although the biologi-
cal significance of these regenerative processes has been debated.20,30

Myocyte duplication has been documented in injured amphibian and
zebrafish hearts as well as in murine hearts, albeit at a much lower
rate. Long-term infusion of the non-toxic nucleotide analogue 15N-
thymidine allowed for labelling and identification of cycling cardio-
myocytes in mouse hearts through multi-isotope imaging mass
spectrometry.21 Excluding binucleation and polyploidy events, Senyo
et al.21 demonstrated that 0.76% of all cardiomyocytes in the left ven-
tricle are exchanged within 1 year in the young adult animal. This
process was augmented after cardiac infarction, suggesting activation
of regenerative pathways upon injury. Myocyte renewal in the mouse
heart seems to be age related, as it is in the human heart.22 The high-
est renewal rates were observed in neonatal mice21,35,63 with
improved regenerative capacity and reduced scarring within the first
post-natal week upon apical resection and ischaemic injury.23,76–78

Any injury induced later leads to substantial scar formation and
impaired heart function. Although the regenerative response in the
neonatal mouse heart has been successfully demonstrated by several
research groups,15,20–22,21,63 technical discrepancies in the surgical
procedure and resection of larger portions of the myocardium have
led to differences in the amount of scarring and recovery.75,79,80 The
existence of this regenerative window and its duration have yet to be
examined in large animals and human neonates.

Figure 4 Cell generation and renewal dynamics in human cardiomyocytes. The number and cell turnover dynamics of human cardiomyocytes
were established using a mathematical model combining results from radiocarbon (14C) birth dating and stereological strategies.22 (A) The number of
human cardiomyocytes is already set during the perinatal period. Significant exchange of post-natal cardiomyocytes can mainly be observed during
the first decades of life. Distinct shades of grey indicate cardiomyocyte subpopulations born during different decades of life. The black area shows car-
diomyocytes that were already present at the time of birth.22 (B) Age distribution of post-natally generated cardiomyocytes in 25-, 50-, and 75-year-
old individuals. This figure was adapted from Bergmann et al.22

Cardiomyocyte renewal in the human heart 2337

Deleted Text: <sup>20, 44, 80</sup>
Deleted Text: 14C
Deleted Text: ,
Deleted Text: N
Deleted Text: C
Deleted Text: 14C
Deleted Text:  (MIMS) 
Deleted Text: one
Deleted Text: <sup>21</sup>
Deleted Text: -
Deleted Text: <sup>, 75</sup>
Deleted Text: s
Deleted Text: <sup>1</sup>


..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..

..Apart from cycling cardiomyocytes, several other cell types,
including cardiac progenitor cells, have been suggested as potential
sources of this renewal process. Several endogenous cell popula-
tions that harbour stem cell characteristics have been described in
the mammalian heart and could contribute to its endogenous
regenerative capacity.81 Cardiac progenitor cells comprise distinct
cell types characterized by the expression of c-kit, Sca-1, ABCG2
(SP cells), Islet-1, or Tbx18 (epicardial progenitor cells);82–86 how-
ever, there is overlap between these populations across different
studies, which makes the interpretation of experimental data prob-
lematic. Although these various cell populations have been
described to possess the ability to give rise to cardiomyocytes, as
well as to endothelial and smooth muscle cells post-natally,83,84

recent genetic lineage tracing studies have challenged this view.

These fate-mapping experiments, using constitutive and inducible
genetic cell tracing systems, demonstrated a minimal contribution
of endogenous Sca-1þ87 or c-kitþ cells to the adult cardiomyocyte
population.88–90

Stimulating cardiomyogenesis

Increasing evidence supports that differentiated cardiomyocytes of
the functional myocardium contribute to the generation of new car-
diac cells through dedifferentiation or re-entry into the cell cycle.21

Several promoting factors have emerged as potential initiators and
drivers of the dedifferentiation process and cell cycle re-entry in
mammalian cardiomyocytes.91–93

Figure 5 The human heart throughout life. Overview of age-related changes in cardiomyocyte number, multinucleation, polyploidy, and cardio-
myocyte renewal in the human heart.
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Direct manipulation of the cell cycle through the modification of

activity or expression of well-known regulatory proteins offers an
obvious yet challenging way to enhance proliferation of distinct cell
types. Overexpression of several different members of the cell cycle
machinery has been studied in the context of myocardial regenera-
tion lately.94 In a recent study, overexpression of cyclin A2 in trans-
genic mice increased the rate of cardiomyocyte mitoses during early
post-natal development and resulted in better systolic function fol-
lowing cardiac infarction compared with wild-type controls.95–98

Moreover, when cyclin A2 was introduced by adenoviral transfection
to the infarct border zone following experimental cardiac infarction
in adult rats and in a porcine model, substantial cardiomyocyte regen-
eration and functional improvement could be observed.95,96,99

Recent studies have demonstrated that changes in oxygen concen-
tration and, consequentially, in the level of reactive oxygen species in
cardiomyocytes impact their regenerative potential.100 Hypoxic car-
diomyocytes were genetically labelled and traced using the oxygen-
dependent degradation domain of Hif-1a in the adult mouse heart.
These hypoxic myocytes show a higher capacity to proliferate and
contribute to turnover in the adult myocardium.101 Moreover, when
adult mice are exposed to gradual chronic hypoxia, cardiomyocyte
proliferation is induced, leading to improved recovery following myo-
cardial infarction.102

Regardless of their molecular characteristics, the method of deliv-
ery and subsequent kinetics of potential pro-proliferative compounds
are of primary importance. A recent advancement has been the
introduction of a novel delivery method, the injection of modified
RNA (modRNA). These molecules contain substituted nucleotides
that are responsible for the increased transfection efficiency and
lower cytotoxicity of modRNA in primary cells.103 In an important
study aiming to investigate the applicability of these compounds in
treating ischaemic heart diseases, vascular endothelial growth factor
(VEGF) modRNA was injected into murine hearts at the time of
experimental myocardial infarction, reducing the infarct size, enhanc-
ing neovascularization, and improving heart function at 3 weeks post-
infarction and survival for over 1 year.104

Growing evidence suggests that the otherwise quiescent epicar-
dium becomes reactivated upon injury and contributes to the regen-
erative response.105 Recently, follistatin-like 1 (Fstl1) has been
identified as a secretion product of epicardial mesothelial cells.66

When human Fstl1 protein is applied via an epidural patch over the
ischaemic myocardium, cell cycle re-entry and division can be
observed in pre-existing cardiomyocytes in mice and swine models.
Future studies need to demonstrate whether administration of Fstl1
may be an effective therapeutic strategy following myocardial infarc-
tion in humans.

Some of the previously mentioned approaches rely on forced
expression of certain proteins, which requires genetic manipulation
of cardiomyocytes or their potential progenitor cells. The administra-
tion of external nucleotide sequences coding well-defined transcrip-
tion factors—often in the form of viral particles—has been the
traditional approach for modifying and differentiating cardiomyocytes
from iPSCs. However, several groups have recently described the
use of small molecules to induce targeted differentiation of iPSCs.
Different combinations, or so-called ‘cocktails’, of small molecular
compounds have been found to chemically induce the formation of
cardiomyocyte-like cells in vitro, which hold the potential to be

transplanted into living animals.106 Additionally, direct transdifferen-
tiation of fibroblasts into cardiomyocytes has also been described
using such compounds, which potentially obviates the need for the
intermediate, dedifferentiated iPSC stage.107,108 Recently, a computa-
tional method was designed, which was aimed at discovering effective
combinations of such small molecules to drive cardiomyocyte
differentiation.109

Conclusions

In recent years, a growing body of evidence demonstrated that, in
contrast to our classical view, the adult heart is not a post-mitotic
organ; instead, it retains its capacity to generate new cardiomyocytes
throughout adulthood.

Although the age and turnover dynamics of human cardiomyo-
cytes could be established using 14C birth dating and mathematical
modelling (Figure 5), little is known about how de novo cardiomyogen-
esis is regulated in the adult human heart.21,32 The abundance of
experimental approaches aimed at stimulating endogenous cardio-
myocyte renewal illustrates this increasing interest. Unveiling the
physiological processes that underlie the endogenous regenerative
potential of the human heart could provide a basis for therapeutic
approaches to promote significant cardiomyocyte renewal in various
cardiovascular pathologies.
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58. Salehpour M, Håkansson K, Possnert G. Accelerator mass spectrometry of
ultra-small samples with applications in the biosciences. Nucl Instrum Meth Phys
Res B Beam Interact Mater Atoms 2013;294:97–103.

59. Thienpont B, Aronsen JM, Robinson EL, Okkenhaug H, Loche E, Ferrini A,
Brien P, Alkass K, Tomasso A, Agrawal A, Bergmann O, Sjaastad I, Reik W,
Roderick HL. The H3K9 dimethyltransferases EHMT1/2 protect against patho-
logical cardiac hypertrophy. J Clin Invest 2017;127:335–348.

60. Bergmann O, Jovinge S. Isolation of cardiomyocyte nuclei from post-mortem
tissue. J Vis Exp 2012;65:4205.

61. Srsen V, Fant X, Heald R, Rabouille C, Merdes A. Centrosome proteins form
an insoluble perinuclear matrix during muscle cell differentiation. BMC Cell Biol
2009;10:28.

62. Zebrowski DC, Vergarajauregui S, Wu CC, Piatkowski T, Becker R, Leone M,
Hirth S, Ricciardi F, Falk N, Giessl A, Just S, Braun T, Weidinger G, Engel FB.
Developmental alterations in centrosome integrity contribute to the post-
mitotic state of mammalian cardiomyocytes. eLife 2015;4:1–16.

63. Alkass K, Panula J, Westman M, Wu TD, Guerquin-Kern JL, Bergmann O. No
evidence for cardiomyocyte number expansion in preadolescent mice. Cell
2015;163:1026–1036.

64. Gilsbach R, Preissl S, Gruning BA, Schnick T, Burger L, Benes V, Wurch A,
Bonisch U, Gunther S, Backofen R, Fleischmann BK, Schubeler D, Hein L.
Dynamic DNA methylation orchestrates cardiomyocyte development, matura-
tion and disease. Nat Commun 2014;5:5288.

65. Raulf A, Horder H, Tarnawski L, Geisen C, Ottersbach A, Röll W, Jovinge S,
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